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Max Start-Stop(bp) Max Size(kb) Max Cytoband Max Start-Stop(bp) ~ Max Size(kb) Max Cytoband
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TLCD3A, GEMINS, DBILSP, GLOD4, MRMS,
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chrl 16348368-16370251 21.884 p36.13 -0.632610
16347344-16372181 24.838 p36.13
chr17 24457-5882648 5,858.192 p13.3 - p13.2 -0.910912
20177-5900994 5,880.818 p13.3 - p13.2
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chrl 16348368-16370251 21.884 p36.13 -0.633
16347344-16372181 24.838 p36.13
chr17 24457-5882648 5858.192 p13.3 - pl13.2 -0.911
20177-5900994 5880.818 p13.3 - pl13.2
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